gene names;
Dataset S2: 2-Dimensional annotation enrichment analysis of GOCC categories in subcellular fractions. SILAC ratios from the two reciprocal experiments were subjected to 2D annotation enrichment enrichment analysis as described in 21 . A Benjamini-Hochberg FDR rate of 0.02, and a delta score (enrichment score) of 0.2 was used as cut-off. Delta scores show the level of enrichment in each replicate (positive for enriched and negative for depleted) while p-value and FDR columns show the significance of a calculated enrichment.
Variable columns show the name of the fractions as defined in Dataset S2, on which the two dimensional enrichment was performed. Fraction numbers are as displayed in Fig. 1B .
Category size shows the number of proteins in each category that were present in the dataset. 
